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The Prevalence of H3N2 Canine Influenza Virus in Hanoi

ABSTRACT

A total of 150 nasal swab specimens collected from H3N2 canine influenza - suspected cases in Hanoi from
May 2015 to February 2016 were diagnosed by the RT-PCR method. The diagnostic results showed that 6% of swab
samples were positive for H3N2 canine influenza. Dogs infected with canine influenza virus (CIV) showed typical
clinical signs such as coughing, sneezing, difficulty to breath and fever. However, some cases occasionally
developed secondary complications, such as severe pneumonia. The rate of infected dogs was highest at 2-6 months
old. The proportion of infected dogs with H3N2 in winter-spring was higher than in summer-autumn.
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AIVF CTT CTA ACC GAG GTC GAA ACG 244 M (Fouchier et al., 2000)

AIVR AGG GCA TTT TGG ACA AAG/T CGT CTA

HA3F AAAGCAAACTTTAGTGTGATTTTCGAAAGG 381 H3 (Lee et al., 2016b)

HA3R CATAAATGTTATTTGTTCAAAACTATTTTC

NA2F GGCAGGGGACCACGCTGAACAATAAACA 747 N2 (Lee et al., 2016a)

NA2R GTCCAGCCACCAATGACCTTGAAAGTCTC
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C p m i n ph n ng Nhi ( C) Th S p l i

AIVF/AIVR Ti n bi 94 180 1

Bi 94 30 35

B t m i 50 30

72 30

72 420 1

C p m i n ph n ng Nhi (oC) Th S p l i

HA3F/HA3R

NA2F/NA2R

Ti n bi 94 180 1

Bi 94 30 35

B t m i 55 30

72 30

72 420 1
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Gi S S i H3N2 (con) T l (%)

B a 17 1 5,88

Qu c 23 1 4,35

T ng 40 2 5,0

Ngo i nh p Fox 21 2 9,52

Chihuahua 20 2 10,0

18 1 5,56

Nh t 30 1 3,33

Alaska 21 1 4,76

T ng 110 7 6,36

T ng 150 9 6,0
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S kh (con) S m c b nh (con) T l m c(%)

< 2 31 2 6,45

2 - < 6 50 4 8,0

6 - < 12 29 2 6,9

> 12 40 1 2,5

T ng 150 9 6,0

(5/2015 - 2/2016) S c b nh (con) T l (%)

) 4 44,44

- 7) 0 0

- 10) 1 11,12

- 1) 4 44,44

T ng 9 100

Tri u ch ng S bi u hi n (n = 9) T l (%)

S t > 40 C 9 100

7 77,78

B 8 88,89

Ch y d 9 100

R i lo p, ho 9 100

9 100

-
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