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Nghiên c ng di truy n c a 30 m u gi u xanh s d ng các tính tr ng s ng liên
n th m sin ng phát tri n và 10 ch th SSR. Ngoài ra, 30 m u gi u xanh

m nông sinh h c quan tr ng ru ng trong v xuân và v
2016. Thí nghi m b trí theo kh i ng v i 2 l n l p l i. K t qu cho th y s d ng c tính tr ng s

ng và ch th u gi ng v i h s ng 0,06 -
0,31 và 0,62 - ng ru ng cho th y th ng c a các m u gi ng ng n,
kho ng 60 - 89 ngày. 5 m u gi ng, g m 4249, 4476, HMB0025, 12200 và 14041 có ti d ng làm gi ng
ho c làm v t li u trong ch n t o gi t cao.

T ng di truy n, ch th SSR markers, tính tr ng s t.

Agronomic Characteristics and Genetic Diversity
of Mungbean (Vigna radiata (L.) Wilczek) Germplasm

ABSTRACT

The genetic diversity of 30 mungbean accessions based on quantitative traits including phenological and
agronomical traits and SSR markers were asessed. In addition, 30 accessions were evaluated for agronomical
characteristics in 2016 spring and summer seasons. Experimental design was a randomized complete block with 2
replications. Results showed that 30 mungbean accessions were grouped into 5 and 4 groups based on quantitative
traits and SSR markers with coefficients of 0.06 - 0.31 and 0.62 - 0.91, respectively. Field evaluation showed that all
accessions had short growth duration of 60 - 89 days. Five accessions, 4249, 4476, HMB0025, 12200 and 14041 are
potential for mungbean improvement programs.

Keywords: Mungbean, genetic diversity, SSR markers, quantitative traits, yield.
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STT
Kí hi u

m u gi ng
Tên gi ng/ Ngu n g c STT

Kí hi u
m u gi ng

Tên gi ng/ Ngu n g c

1 3204 M B c Thái 16 4302 VO 1335

2 3205 Xanh B ch Thông B c Thái 17 4319 Thu kheo

3 3206 T m Hà B c 18 4476 u xanh

4 3209 M Qu ng Ngãi 19 4507 u xanh m c C m Th y

5 3211 S ng Ngãi 20 5610 u xanh 102

6 3215 Xanh V n Linh Khánh Hoà 21 8482 U340

7 3223 M Buôn Mê Thu t 22 9660 BK-5

8 3229 Xanh Sông Bé 23 12195 NM 94

9 3244 -2 24 12197 CM-19

10 3249 No 9 25 12200 KPS2

11 3254 T 26 12759 3025652

12 3256 Xanh ru t vàng Chí Linh 27 14041 u xanh VN 93-3

13 4249 VC 3902A 28 16189 u xanh Datre

14 4265 VC 6144D 29 HMB0013-A AVRDC

15 4273 VC 6173B-11 30 HMB0025 T m Thanh Hóa
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Tên m i Trình t m i Tài li u tham kh o

VR040 Forward primer TGACAACATGGGAAGAAGAAGA Tangphatsornruang et al., 2009

Reverse primer ACACCAACACAAAAGCAAACAC

VR099 Forward primer ATACTTCGATCCGACCACTAGG

Reverse primer CAAAGACAGGAGGAGAACAAGG

VR276 Forward primer TTGATCCTTGTATTGGATGGTG

Reverse primer GTGGGATTTCTGGTTTTGTTGT

CEDG13 Forward primer CGTTCGAGTTTCTTCGATCG Dickshit et al., 2012

Reverse primer ACCATCCATCCATTCGCATC

CEDG21 Forward primer GCAGAATTTTAGCCACCGAG

Reverse primer AAAGGATGCGAGAGTGTAGC

CEDG44 Forward primer TCAGCAACCTTGCATTGCAG

Reverse primer TTTCCCGTCACTCTTCTAGG

CEDG73 Forward primer GGTTAGCATCTGAGCTTCTTCGTC

Reverse primer AACACCCGCCTCTTTCTCC

AVRDC-MB41 Forward primer TGAGCCCACGTTGAAGTTAG Schafleitner et al., 2015

Reverse primer CCATTGACGACTCTTGCAGT

AVRDC-MB44 Forward primer ATTGCTCCAGCAGGGTTTAT

Reverse primer AAGCAACACTATGCAGCAGG

AVRDC-MB197 Forward primer TCTCTCTCAGTCCAAATCACAC

Reverse primer CGAGGCTTTTCCATGAAACT

Ngu n bi ng df P-value

Th i gian ra hoa

Gi ng 29 7,67 0,34

Th i v 1 5.135,21 0,00

Gi ng*th i v 29 8,12 0,27

Th i gian k t thúc ra hoa

Gi ng 29 2,86 0,80

Th i v 1 5.161,41 0,00

Gi ng*th i v 29 2,80 0,82

T ng th ng

Gi ng 29 4,80 0,46

Th i v 1 14.148,4 0,00

Gi ng*th i v 29 5,39 0,32



n
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Kí hi u m u gi ng

Th i gian t T ng th ng
(ngày)Ra hoa K t thúc ra hoa

TV1 TV2 TV1 TV2 TV1 TV2

3204 44,0 34,0 57,0 45,0 81 63

3205 48,0 35,0 58,0 43,0 81 61

3206 46,5 32,5 56,0 46,0 81 61

3209 45,5 33,0 57,0 46,5 80 61

3211 45,0 34,5 57,0 44,5 81 62

3215 46,5 36,0 57,0 44,0 81 62

3223 45,0 34,5 59,5 43,0 81 61

3229 48,5 35,0 58,0 46,0 81 61

3244 49,0 34,5 57,5 46,0 82 62

3249 53,0 34,0 59,0 46,0 86 61

3254 49,5 32,5 61,0 46,5 87 63

3256 46,0 35,5 59,0 45,5 81 63

4249 46,0 52,5 58,5 46,0 82 61

4265 52,5 34,5 61,0 44,5 84 61

4273 52,5 33,0 59,0 45,5 89 62

4302 49,0 34,0 57,5 43,5 83 61

4319 43,5 33,5 58,0 43,5 84 61

4476 49,0 34,0 57,5 44,0 83 61

4570 45,0 34,5 57,0 44,5 86 62

5610 47,5 34,5 58,5 46,0 84 61

8482 45,0 32,5 58,5 45,5 84 61

9660 49,5 34,5 60,5 44,5 84 61

12195 47,5 33,5 57,0 45,0 83 62

12197 44,5 34,0 60,0 44,5 84 61

12200 45,0 33,5 58,5 46,0 84 62

12759 48,0 32,5 60,0 45,5 86 61

14041 47,0 34,5 57,0 45,5 84 60

16189 46,0 35,0 58,0 46,0 82 62

HMB0013-A 50,0 35,5 58,0 46,5 85 62

HMB0025 43,0 35,0 56,5 45,0 83 62

LSD0,05 (gi ng) 3,68 2,76 3,06

LSD (th i v ) 0,95 0,71 0,79

LSD (gi ng*th i v ) 5,20 3,90 4,33

CV% 6,4 3,8 3,0
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n
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Ngu n bi ng df P-value

S qu /cây

Gi ng 29 242,73 0,00

Th i v 1 127,49 0,00

Gi ng*th i v 29 104,04 0,00

Kh ng 100 h t

Gi ng 29 3,81 0,00

Th i v 1 0,47 0,07

Gi ng*th i v 29 0,06 0,99

t th c thu

Gi ng 2.788,41 0,00

Th i v 6,39 0,89

Gi ng*th i v 1.829,39 0,00
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